Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.043; wR factor = 0.088; data-to-parameter ratio = 16.9.
The asymmetric unit of the title compound, C 16 H 14 ClN 3 OS, contains two independent molecules (A and B) linked into dimers via N-HÁ Á ÁN hydrogen bonds. The 1,3-benzothiazol-2-yl ring system and the benzene ring form dihedral angles of 17.08 (8) and 8.63 (7) in molecules A and B, respectively. Zeb & Yousuf (2011) . For related structures, see: Fun et al. (2012a,b) . For the stability of the temperature controller used for the data collection, see: Cosier & Glazer (1986 Table 1 Hydrogen-bond geometry (Å , ).
Related literature
Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009).
Computing details
Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT (Bruker, 2009); program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: (Sheldrick, 2008) and PLATON (Spek, 2009) .
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Figure 1
The content of asymmetric unit of (I) showing 50% probability displacement ellipsoids for non-H atoms. Intermolecular hydrogen bonds are shown as dashed lines. 
1-(6-Chloro-1,3-benzothiazol-2-yl)-2-[1-(4-methoxyphenyl)ethylidene]hydrazine
Special details Experimental. The crystal was placed in the cold stream of an Oxford Cryosystems Cobra open-flow nitrogen cryostat (Cosier & Glazer, 1986) operating at 100.0 (1) K. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1A 0.35667 (6) 0.80375 (5) 0.42848 (3) 0.01905 (12) Cl1A 0.92646 (7) 1.02723 (6) (7) 0.0016 (7) −0.0031 (6) N1A 0.0158 (9) 0.0215 (8) 0.0153 (8) −0.0059 (7) −0.0049 (7) 0.0014 (7) N2A 0.0173 (9) 0.0245 (9) 0.0138 (9) −0.0071 (7) −0.0038 (7) −0.0028 (7) N3A 0.0175 (9) 0.0219 (8) 0.0137 (8) −0.0039 (7) −0.0039 (7) 0.0015 (7) C1A 0.0163 (11) 0.0174 (9) 0.0190 (10) −0.0033 (8) −0.0053 (9) 0.0028 (8) C2A 0.0241 (12) 0.0192 (9) 0.0200 ( 0.0315 (9) 0.0205 (7) 0.0195 (8) −0.0110 (6) −0.0078 (7) 0.0056 (6) N1B 0.0169 (9) 0.0182 (8) 0.0156 (8) −0.0066 (7) −0.0023 (7) −0.0001 (7) N2B 0.0200 (9) 0.0190 (8) 0.0152 (9) −0.0086 (7) −0.0079 (8) 0.0020 (7) 0.0276 (12) 0.0216 (10) 0.0234 (11) −0.0084 (9) −0.0063 (10) 0.0063 (9) Geometric parameters (Å, º) S1A-C1A 1.743 (2) S1B-C1B 1.748 (2) S1A-C7A 1.757 (2) S1B-C7B C1A-S1A-C7A 87.78 (10) C1B-S1B-C7B 87.71 (9) supplementary materials sup-9 . E68, o2682
O1A-C13A-C14A-C15A 178.31 (17) O1B-C13B-C14B-C15B 178.42 (17) C12A-C13A-C14A-C15A −1.1 (3) C12B-C13B-C14B-C15B −0.5 (3) C13A-C14A-C15A-C10A −0.5 (3) C13B-C14B-C15B-C10B 0.7 (3) C11A-C10A-C15A-C14A 1.9 (3) C11B-C10B-C15B-C14B −0.2 (3) C8A-C10A-C15A-C14A −178.95 (17) C8B-C10B-C15B-C14B −179.70 (18) Hydrogen-bond geometry (Å, º) D-H···A D -H H···A D ···A D -H···A N2A-H2NA···N1B 0.82 (2) 2.18 (2) 2.974 (2) 162 (2) N2B-H2NB···N1A 0.88 (3) 2.13 (3) 2.983 (2) 166 (3) 
